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MICROfluidics
MEGA data

MEGA savings
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Simple workflows for
superior efficiency.

INSERT IFC & INTERFACE PLATE.
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INFILESE: Advanta™ Sample ID Genotyping Panel

Advanta Pharmacogenomics Assay

Advanta Solid Tumor NGS Library Prep Assay

N AR LERETY —E X D3™ design services for custom assays

GENE GENOTYPING COPY NUMBER
EXPRESSION VARIATION

Generate up to 46,080 datapoints
per 8-hour shift and up to 384
barcoded libraries per day to achieve
deep insights while conserving

precious samples and reagents.
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IFCs SUPPORTED ON THE X9 SYSTEM
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- Gene expression
- Library preparation
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192.24 IFC

- Genotyping
. Gene expression
« Library preparation
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Microfluidics. Wik
Mega insights.
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Simplify your workflow.
Simplify your life.
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Plate-based PCR
96 reactions
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IFC-based PCR

>9,000 reactions
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More data.
Deeper insights.
Less effort.

EXPRESS SCRIPTS
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Reduce run time by 50% without
impacting experiment design.
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NGS library preparation data
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Real-time PCR data

PRECISION
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Specifications

FiELH
HmES X9-X9
A BITE  64.2cm(25.21n)

& : 26 cm (10.2 in)

= 3:53.5cm(211in)
58 37 kg (83 Ib)
R I RILF T HI. 4-99 °C
FEERE K 5.5 °C/sec
FRRE =K 5.5 °C/sec
HXZ CMOSHIX T, 20X HEZZIL
iR E 485 nm. 530 nm. 580 nm
HICEE 525 nm. 570 nm< 630 nm
BEIR 100-240 VAC. 50/60 Hz. 8.0 A
¥t IFCs

48.48 Dynamic Array™ IFC-X Real-Time PCR
96.96 Dynamic Array IFC for Gene Expression
96.96 Dynamic Array IFC for Genotyping
96.96 GT Preamp IFC-X

192.24 Dynamic Array IFC for Gene Expression
192.24 Dynamic Array IFC for Genotyping NGS LP 48.48

IFC for NGS library preparation NGS LP 192.24 |FC for
NGS library preparation
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2 4 Genomics System Software

AR =Py Standard BioTools™ Protocol

I7 18— Editor

BT Standard BioTools Real-
Time PCR Analysis Software
Standard BioTools SNP
Genotyping Analysis
Software

AV a1—42EH

(Computer not provided)

XE— 4 GB

OS Microsoft® Windows® 10

AbL—2 200 MB of free space

A=k USB port or Ethernet

Nt HaBs
Biomark X9 System (XB Interface Plate 1 #{<{|@) X9-X9
X9 NGS Library Prep License Key
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- XD Interface Plate (PN 102-1613, NGS LP 192.24 IFCX} /i) 102-2613
- XE Interface Plate (PN 102-2620. NGS LP 48.48 IFCX{/t)

- NGS LP IFC Barrier Tape Applicator (PN 101-2027)

XA Interface Plate (192.24 GT/GE Dynamic Array™ IFC XfJi) 102-1612
XB Interface Plate (96.96 GT/GE Dynamic Array™ IFC X i) 102-1610
XC Interface Plate (48.48 GE Dynamic Array™ IFC %) 102-1611
XD Interface Plate (96.96 GT Preamp IFC-X ¥i/i5) 102-1613
XE Interface Plate (NGS LP 48.48 IFCXT)5) 102-2620
NGS LP IFC Barrier Tape Applicator 1012027
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